
GO:0006082
organic acid metabol...

0.35465
7 / 567

GO:0006139
nucleobase−containin...

0.55121
24 / 2377

GO:0006140
regulation of nucleo...

0.01649
4 / 96

GO:0006163
purine nucleotide me...

0.04349
7 / 318

GO:0006184
GTP catabolic proces...

0.01649
4 / 96

GO:0006195
purine nucleotide ca...

0.01826
4 / 99

GO:0006520
cellular amino acid ...

0.44089
5 / 428

GO:0006525
arginine metabolic p...

0.01262
2 / 17

GO:0006526
arginine biosyntheti...

0.00352
2 / 9

GO:0006629
lipid metabolic proc...

0.82500
4 / 558

GO:0006643
membrane lipid metab...

0.00279
3 / 28

GO:0006665
sphingolipid metabol...

0.00178
3 / 24

GO:0006732
coenzyme metabolic p...

0.31178
2 / 111

GO:0006753
nucleoside phosphate...

0.01714
9 / 387

GO:0006807
nitrogen compound me...

0.52927
29 / 2846

GO:0007154
cell communication

0.29446
9 / 709

GO:0007165
signal transduction

0.37054
8 / 669

GO:0007264
small GTPase mediate...

0.06611
5 / 213

GO:0007265
Ras protein signal t...

0.01094
4 / 85

GO:0008150
biological_process

1.00000
124 / 12198

GO:0008152
metabolic process

0.87900
85 / 8882

GO:0008652
cellular amino acid ...

0.28230
3 / 182

GO:0009056
catabolic process

0.15804
9 / 601

GO:0009058
biosynthetic process

0.68958
29 / 3043

GO:0009064
glutamine family ami...

0.13444
2 / 63

GO:0009084
glutamine family ami...

0.05683
2 / 38

GO:0009108
coenzyme biosyntheti...

0.10111
2 / 53

GO:0009116
nucleoside metabolic...

0.08854
2 / 49

GO:0009117
nucleotide metabolic...

0.01714
9 / 387

GO:0009119
ribonucleoside metab...

0.05419
2 / 37

GO:0009141
nucleoside triphosph...

0.02136
7 / 273

GO:0009143
nucleoside triphosph...

0.01649
4 / 96

GO:0009144
purine nucleoside tr...

0.02099
7 / 272

GO:0009146
purine nucleoside tr...

0.01649
4 / 96

GO:0009150
purine ribonucleotid...

0.03038
7 / 294

GO:0009154
purine ribonucleotid...

0.01649
4 / 96

GO:0009166
nucleotide catabolic...

0.01826
4 / 99

GO:0009199
ribonucleoside triph...

0.02099
7 / 272

GO:0009203
ribonucleoside triph...

0.01649
4 / 96

GO:0009205
purine ribonucleosid...

0.02099
7 / 272

GO:0009207
purine ribonucleosid...

0.01649
4 / 96

GO:0009259
ribonucleotide metab...

0.03441
7 / 302

GO:0009261
ribonucleotide catab...

0.01649
4 / 96

GO:0009308
amine metabolic proc...

0.53645
5 / 477

GO:0009309
amine biosynthetic p...

0.31286
3 / 193

GO:0009894
regulation of catabo...

0.01826
4 / 99

GO:0009966
regulation of signal...

0.01537
4 / 94

GO:0009987
cellular process

0.95533
76 / 8300

GO:0015936
coenzyme A metabolic...

0.00743
2 / 13

GO:0015937
coenzyme A biosynthe...

0.00100
2 / 5

GO:0016053
organic acid biosynt...

0.50760
3 / 265

GO:0019219
regulation of nucleo...

0.55635
11 / 1090

GO:0019222
regulation of metabo...

0.41987
14 / 1273

GO:0019752
carboxylic acid meta...

0.35465
7 / 567

GO:0023051
regulation of signal...

0.01537
4 / 94

GO:0023052
signaling
0.37054
8 / 669

GO:0030811
regulation of nucleo...

0.01649
4 / 96

GO:0031323
regulation of cellul...

0.48551
12 / 1133

GO:0031329
regulation of cellul...

0.01649
4 / 96

GO:0032011
ARF protein signal t...

0.01003
3 / 44

GO:0032012
regulation of ARF pr...

0.01003
3 / 44

GO:0032312
regulation of ARF GT...

0.00448
3 / 33

GO:0032318
regulation of Ras GT...

0.00677
4 / 74

GO:0033121
regulation of purine...

0.01649
4 / 96

GO:0033124
regulation of GTP ca...

0.01649
4 / 96

GO:0033865
nucleoside bisphosph...

0.02640
2 / 25

GO:0034641
cellular nitrogen co...

0.56185
28 / 2785

GO:0034655
nucleobase−containin...

0.01826
4 / 99

GO:0035556
intracellular signal...

0.06823
5 / 215

GO:0042180
cellular ketone meta...

0.36469
7 / 573

GO:0042278
purine nucleoside me...

0.01898
2 / 21

GO:0043087
regulation of GTPase...

0.01649
4 / 96

GO:0043436
oxoacid metabolic pr...

0.35465
7 / 567

GO:0044106
cellular amine metab...

0.47076
5 / 443

GO:0044237
cellular metabolic p...

0.87275
58 / 6277

GO:0044238
primary metabolic pr...

0.83796
66 / 6975

GO:0044248
cellular catabolic p...

0.06057
7 / 343

GO:0044249
cellular biosyntheti...

0.61342
28 / 2846

GO:0044255
cellular lipid metab...

0.48712
3 / 257

GO:0044270
cellular nitrogen co...

0.02354
4 / 107

GO:0044271
cellular nitrogen co...

0.46797
6 / 538

GO:0044281
small molecule metab...

0.15197
18 / 1368

GO:0044283
small molecule biosy...

0.62724
3 / 316

GO:0046039
GTP metabolic proces...

0.02284
4 / 106

GO:0046128
purine ribonucleosid...

0.01898
2 / 21

GO:0046394
carboxylic acid bios...

0.50760
3 / 265

GO:0046483
heterocycle metaboli...

0.03503
11 / 583

GO:0046578
regulation of Ras pr...

0.01094
4 / 85

GO:0046700
heterocycle cataboli...

0.02727
4 / 112

GO:0048583
regulation of respon...

0.01592
4 / 95

GO:0050789
regulation of biolog...

0.52029
19 / 1851

GO:0050790
regulation of cataly...

0.00819
6 / 172

GO:0050794
regulation of cellul...

0.58032
17 / 1711

GO:0050896
response to stimulus

0.12967
28 / 2228

GO:0051056
regulation of small ...

0.01094
4 / 85

GO:0051171
regulation of nitrog...

0.55635
11 / 1090

GO:0051186
cofactor metabolic p...

0.34353
3 / 204

GO:0051188
cofactor biosyntheti...

0.18064
3 / 144

GO:0051336
regulation of hydrol...

0.01649
4 / 96

GO:0051716
cellular response to...

0.24465
11 / 849

GO:0055086
nucleobase−containin...

0.02490
9 / 413

GO:0065007
biological regulatio...

0.16657
31 / 2571

GO:0065009
regulation of molecu...

0.00864
6 / 174

GO:0072521
purine−containing co...

0.00889
9 / 347

GO:0072523
purine−containing co...

0.01826
4 / 99

GO:0080090
regulation of primar...

0.56259
12 / 1195


